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NGS Service
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RNA-Seq Process
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RNA Sample Prep.(Qiagen’s Rneasy FFPE)

• FFPE samples에서 최적화된 결과 — formalin 
crosslinking을 제거하는 참신한 방법

• High RNA yields — efficient release of RNA without 
compromising RNA integrity

• 빠른 처리 과정 — 약 70분 정도만에 RNA를 얻을 수
있는 프로토콜
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 RIN(RNA Integrity Number) :

Agilent社에서 제공하는 software tool로 Eukaryote total RNA sample에 적용되며,

electrophoretic trace에 의해 integrity가 결정됩니다. 1~10 까지의 값을 가지며,

RIN값에 대한 다양한 결과는 http://www.chem.agilent.com/rin/_rinSearch.aspx

에서 찾아 보실 수 있습니다.

RNA Quality Control

Sample ng/µ l
OD260/28

0

OD260/230 Total (ng) Ratio(28s/18s)
RIN Result

15-30944 N 92.3 1.92 2.2 2307.5
0.0 2.9 Check

15-30944 ERG+ 61 1.91 2.33 1525
0.2 3.0 Check

15-30944 ERG- 178.9 1.91 1.9 4472.5
0.2 3.2 Check

07-18809 N 88.9 1.87 2.3 2222.5
0.0 2.4 Check

07-18809 ERG+ 63.6 1.82 2.05 1590
0.0 2.4 Check

07-18809 ERG- 109.9 1.85 2.07 2747.5
0.0 2.3 Check

http://www.nanodrop.com/nd-1000-overview.html
http://www.chem.agilent.com/rin/_rinSearch.aspx
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RiboGone™ rRNA removal 
& SMARTer cDNA synthesis
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RiboGone™ rRNA removal 
& SMARTer cDNA synthesis
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Summary for SMARTer Kit Using
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Illumina HiSeq-2000/2500

Illumina NextSeq 500

Sequencing
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Summary and Visualization

Expression Analysis

Genome Mapping

Data
Preprocessing

ExDEGA, DAVID, GSEA

EdgeR / Cufflinks

TopHat

FastQC

Quality Control Reports

Mapping

RNA abundance

Differential Expression

GO/Pathway analysis

Data Mining

Other Data Analysis Tools for Data Processing, Mining, Visualization : MISO, Quick GO,  ClueGO, CytoScape, 

DAVID, GSEA, UCSC Genome, IGV, IPA, Others

Work Flow of Data Analysis
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FastQ 파일 안에서 각 position의 base에 대한 quality 값의 영역을 보여 줌

Sequencing Data QC
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Data Analysis – TopHat, Cufflinks
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Data Analysis – IGV
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Data Analysis – ExDEGA

ExDEGA : Excel based Differentially Expressed Gene Analysis tool

❖ Add Another GO 기능을 통해 사용자가 원하는 GO를 자유롭게 구성할수 있습니다.
❖ Significant gene을 매우 빠르고 쉽게 데이터를 취할수 있고 그래프로 표현할수 있습니다.
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Data Analysis – ExDEGA

❖ Pie chart를 통해 Significant gene 대상으로 BioFunction 분포를 확인하고 영역을 클릭하면 해당 up/down 유전자가 필터링됨.
❖ Bar graph를 통해 BioFucntion 별로 up/down의 분포를 확인하고 bar를 클릭하면 해당 유전자를 확인할 수 있음.
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Data Analysis – ExDEGA
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Data Analysis – ExDEGA
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GO & Pathway Gene Set Enrichment Network Analysis

GSEA

Additional Data Analysis

DAVID Cytoscape (ClueGO)

IPA (Option)

QuickGO

KEGG Mapper
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Data Analysis – Clustering

Hierarchical Clustering (HCL) Principal Component Analysis (PCA)

K-means clustering (KMC)
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Data Analysis – Networks

❖ Gene Network Generation : String

❖ GO & Pathway Analysis with ClueGO

❖ Gene Set Enrichment Analysis with DAVID

❖ Gene Set Enrichment Analysis with GeneMania

❖ Transcription Factor Analysis with iRegulon

❖ miRNA Target Analysis : CyTargetLinker
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Splicing Patterns

Data Analysis – Exon skipping
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Data Mining & Visualization
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Paper Support



25www.e-biogen.com NGS & Microarray

TEL : 02-3141-0791

Email : service@e-biogen.com

http://www.e-biogen.com

mailto:service@e-biogen.com
http://www.e-biogen.com/

