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< Development of single-cell transcriptomics technologies >
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1) Spatial Transcriptomics
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2) GeoMx Digital Spatial Profiler
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< Application of GeoMx Digital Spatial Profiler >
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< Spatial Gene Expression Sequencing service >

Service Name Spatial Gene Expression Sequencing Service
Service Code NR0910 (Human) / NR0920 (Mouse)
Sample type Tissue (FFPE, Tissue microarray, Fresh frozen tissues Ao+ 218)
Sample size 14.6 x 36.2 mm
Species Human, Mouse
Gene* Human ~18,0007f / Mouse ~23,0007H
Data yield* 100~150M read/ROI
Publication NanoString_GeoMx_Publication

+ Whole Transcriptome Atlas 7|&
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